Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.066; wR factor = 0.154; data-to-parameter ratio = 19.2.
In the title compound, C 22 H 26 N 2 O 2 , the methoxy and the benzylidene groups are essentially coplanar, and the cyclohexane ring has a chair conformation. The two halves of the molecule are related by a twofold rotation. The crystal structure is stabilized only by van der Waals interactions.
Related literature
For the chemistry of Schiff base derivatives, see: Negm & Zaki (2008) ; Feng et al. (2008) ; Lee & Do (2007 (E,E)-N,N'-Bis(4-methoxybenzylidene)cyclohexane-1,2-diamine G.-X. Wang
Comment
In the past five years, we have focused on the chemistry of schiff-base derivatives because of their biological behaviors and their multiple coordination modes as ligands to metal ions and for the construction of novel metal-organic frameworks (Negm & Zaki, 2008; Feng et al. 2008; Lee & Do, 2007) . We report here the crystal structure of the title compound,
In the title compound ( Fig.1 ), there is a rotation axis bisecting the molecule through the cyclohexane ring. The methoxy and the benzylidene groups are essentially coplanar, and the cyclohexane-1,2-diamine group is in the chair form. The C4=N1 bond length of 1.249 (2) Å is consistent with the value for a double bond. The crystal structure is stabilized only by van der Waals interactions.
Experimental rac-Diaminocyclohexane (1.20 g, 10.5 mmol) and p-anisaldehyde (1.36 g, 10.0 mmol) were dissolved in ethanol (20 mL) under magnetic stirring. The mixture was heated to reflux for 12 h. After cooled to room temperature, the resulting content was put to a refrigerator to stand over night. Then, the precipitate was filtered off and recrystallized from ethanol affording colorless block crystals of this compound suitable for X-ray analysis were obtained.
Refinement
All H atoms attached to C atoms were fixed geometrically and treated as riding with C-H = 0.93 Å(aromatic), C-H = 0.98 Å(methine), 0.97 Å(methylene), C-H = 0.96 Å(methyl), with U iso (H) =1.2U eq (C except methyl C) and U iso (H) =1.5U eq (methyl C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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